Tables and Figures
. Deduced ORF functions in the 41 kbp insert cloned in pYJ24 (related to Figure 3B ). a CongA-E and R1 are given GenBank No. Orf 1 to 10 are given the No. of UniProtKB/Swiss-Prot
Protein
Size (aa) Proposed function Identity/ query cover Protein Homolog 
Figure S1. LC-MS/MS analysis of conglobatin heterologous expression in M1154
(related to Figure 3C ). investigated in this work. The TEs respectively derived from erythromycin (Tsai et al., 2001) , pikromycin (Giraldes et al., 2006) , and tautomycetin (Scaglione et al., 2010) were characterized by crystal structure. The TE from eliophylin was characterized by in vitro experiments (Zhou et al., 2015) .The start region of the TE domains and the active residues are all labeled. 
